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Material and method

Sample collection
 A total of 21 milk samples were collected from cows with clinical

mastitis signs (visible abnormalities in milk) from farms across N-
E Romania.

 The samples were collected aseptically from individual quarters
following standard procedures for teat disinfection.

On-farm culturing
 A commercially available on-farm culturing system (Clear Milk,

Czech Republic) was used for bacterial identification. The system
utilizes a variety of selective and differential media to target
specific mastitis pathogens. These media allow for the growth and
differentiation of bacteria based on colony morphology (size,
color, shape, etc.).

 Following the manufacturer's instructions, milk samples were
inoculated onto the appropriate media plates and incubated at the
recommended temperature for a specified incubation time. After
incubation, the plates were examined for bacterial growth.

 The presumptive identification of bacteria was based on colony
morphology according to the manufacturer's guidelines.

 The on-farm culturing system allowed for the identification of the
following bacteria: Staphylococcus spp., Streptococcus spp.,
Escherichia coli, Yeast, Algae, Other Gram-negative bacteria.

Prevalence determination
 The prevalence of each bacterial type isolated from the milk

samples was calculated as the percentage of positive samples out
of the total number of samples collected (n = 21).

Results and discussions
• The on-farm culturing system identified a variety of bacteria

associated with mastitis.
• This study found that Streptococcus dysgalactia (33.33%) and

Streptococcus uberis (26%) were the most prevalent bacteria
isolated. Additional bacterial isolated included Staphylococcus
aures, Staphylococcus chromogens and Escherichia coli (Figure 1).

Mastitis, inflammation of the mammary gland, is a major economic burden in the dairy industry. It reduces milk production, quality, and cow
fertility. Identifying the causative bacteria is crucial for effective treatment and control strategies. This study aimed to investigate the
prevalence of bacteria associated with mastitis in dairy cows using an on-farm cu lturing system. A total number of 21 milk samples were
collected from cows with clinical mastitis signs (visible abnormalities in milk) from farms across N-E Romania. A commercially available on-
farm culturing system was used for rapid identification of common mastitis pathogens. The on-farm culturing system utilizes specific media
and colony morphology to presumptively identify bacteria, including Staphylococcus spp., Streptococcus spp., Escherichia coli, yeast, algae, and
other Gram-negative bacteria. The prevalence of each bacterial type isolated from the milk samples was calculated. The on-farm culturing
system identified a variety of bacteria associated with mastitis. The most prevalent bacteria isolated were Streptococcus dysgalactia (33.33%)
and Streptococcus uberis (26%). Additional bacterial isolated included Staphylococcus aures, Staphylococcus chromogens and Escherichia coli.
The findings of this study provide valuable insights into the bacterial profile associated with mastitis in dairy cows of N-E Romania. The on-
farm culturing system proved to be a practical tool for rapid pathogen identification at the farm level.
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Abstract

Introduction
Mastitis is the inflammation of the mammary gland and is the most
common disease affecting dairy cows [1]. It results in significant
economic losses due to reduced milk production, discarded milk,
treatment costs, and cow replacement [2]. Mastitis can also negatively
affect milk quality [3]. Identifying the causative bacteria involved in
mastitis is essential for implementing effective treatment and control
strategies. Traditionally, milk samples are sent to a diagnostic
laboratory for bacterial culture. However, this method can be time-
consuming, as it may take several days to receive results [4]. On-farm
culturing systems offer a rapid alternative for identifying mastitis
pathogens at the farm level. These systems utilize specific media and
colony morphology to presumptively identify common mastitis
pathogens.
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Conclusions
 The use of an on-farm culturing system proved effective for the rapid

identification of mastitis pathogens in dairy cows. This approach allows
for timely and informed decision-making regarding treatment and
management practices.

 The findings of this study highlight the prevalent bacterial pathogens
in clinical mastitis cases in N-E Romania, providing valuable insights for
dairy farmers and veterinarians in the region.

 The adoption of on-farm culturing systems can significantly enhance
mastitis management by enabling prompt and accurate pathogen
identification.
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